
050
Parabacteroides distasonis CD33_MAG37 (GCA_019012645.1)
Parabacteroides distasonis SUG3462 (GCA_034167835.1)
Parabacteroides distasonis S_978 (GCA_034146045.1)
Parabacteroides distasonis SRR16280015_bin.44_MetaWRAP_v1.3_MAG (GCA_959600655.1)
Parabacteroides distasonis CTOTU37471 (GCA_036840835.1)
Parabacteroides distasonis RTP21311st1_B6_RTP21311_201001 (GCA_028328685.1)
Parabacteroides distasonis S_145 (GCA_034122705.1)
Parabacteroides distasonis CTOTU36423 (GCA_036773545.1)
Parabacteroides distasonis SRR22541667_bin.32_MetaWRAP_v1.3_MAG (GCA_958432605.1)
Parabacteroides distasonis CFPLTA006_1B (GCA_009025485.1)
Parabacteroides distasonis UD56 (GCA_024539735.1)
Parabacteroides distasonis MCC679 (GCA_018784125.1)
Parabacteroides distasonis BFG-215 (GCA_024788805.1)
Parabacteroides distasonis BFG-426 (GCA_024759585.1)
Parabacteroides distasonis BJH_211 (GCA_021410925.1)
Parabacteroides distasonis BJH_60 (GCA_021410145.1)
Parabacteroides distasonis BFG-314 (GCA_024793745.1)
Parabacteroides distasonis SRR17622766_bin.112_metawrap_v1.3_MAG (GCA_948472535.1)
Parabacteroides distasonis CavFT-hAR46 (GCA_006149185.1)
Parabacteroides distasonis CavFT-hAR56 (GCA_024328725.2)

 Dendrogram of cgMLST analysis (based on 120 loci)


