NJ tree generated by a cgMLST analysis (based on 942 loci)

22| actiplantibacillus plantarum BC015 (GCA_026689375.1)
Lactiplantibacillus plantarum WS1.1 (GCA 017580955.1)
=Lactiplantibacillus plantarum R22 (GCA_034929385.1)
Lactiplantibacillus plantarum M95 (GCA_047468855.1)
Lactiplantibacillus plantarum SRCM103361 (GCA 004101545.1)
“Lactiplantibacillus plantarum QS7 (GCA_019038995.1)
1 2ZLactiplantibacillus plantarum 2025 (GCA_000466905.3)

00 Lactiplantibacillus plantarum CECT 8962 (GCA_900289155.1)
138) Lactiplantibacillus plantarum CECT 9434 (GCA_900695425.1)
' Lactiplantibacillus plantarum CECT 9435 (GCA_900700275.1)
128, actiplantibacillus plantarum GB-LP1 (GCA_002220815.1)
Lactiplantibacillus plantarum 3-1 (GCA_024137985.1)
=Lactiplantibacillus plantarum 6Y-15 (GCA_048568895.1)
Lactiplantibacillus plantarum NS2301M (GCA_041080595.1)
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ﬁLactiplantibacillus plantarum KY4-L9 (GCA_049525215.1)
' B82) actiplantibacillus plantarum FCQNA34M6 (GCA_030464445.1)
®L2| actiplantibacillus plantarum MY04 (GCA_029854335.1)
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M{:’6:-1Lactiplantiloaciuus plantarum DY46 (GCA 021462365.1)
2L actiplantibacillus plantarum TRA56 (GCA_038321065.1)
E-Lactiplantibacillus plantarum - (GCA_004000705.1)
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