N) tree generated by a cgMLST analysis (based on 681 loci)

$1%Faecalibacterium prausnitzii $6-1377 (GCA_021589125.1)
Faecalibacterium prausnitzii AM54-7NS (GCA_027668885.1)
Faecalibacterium prausnitzii AM36-18BH (GCA_003467805.1)
Faecalibacterium prausnitzii Fp1160 (GCA_019969405.1)
Faecalibacterium prausnitzii Fp1043 (GCA_019969415.1)
Faecalibacterium prausnitzii MCC2041 (GCA_018327745.1)
Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)
Faecalibacterium prausnitzii APC918/95b (GCA_003312465.1)
“Faecalibacterium prausnitzii MTG231_bin.15 (GCA_934834745.1)
Faecalibacterium prausnitzii MTG230_bin.28 (GCA_934838755.1)
Faecalibacterium prausnitzii MTG223_bin.14 (GCA_934842325.1)

rlo

Faecalibacterium prausnitzii MTG243_bin.67 (GCA_934881705.1)
Faecalibacterium prausnitzii MTG224_bin.10 (GCA_934835215.1)
Faecalibacterium prausnitzii MTG228 bin.6 (GCA_934841625.1)
Faecalibacterium prausnitzii MTG222_bin.33 (GCA_934826525.1)
2%.Faecalibacterium prausnitzii MTG225_bin.2 (GCA_934838155.1)
Faecalibacterium prausnitzii MTG244_bin.19 (GCA_934872205.1)
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