N) tree generated by a cgMLST analysis (based on 681 loci)
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Faecalibacterium prausnitzii C14_maxbin.001 (GCA_021626805.1)
Faecalibacterium prausnitzii ERR9578318_bin.32_MetaWRAP_v1.3_MAG (GCA 958423435.1)
Faecalibacterium prausnitzii CTOTU30052 (GCA_036830175.1)
Faecalibacterium prausnitzii DOME_MAG_11095 (GCA_036440805.1)
#0.Faecalibacterium prausnitzii DOME_MAG_14741 (GCA 036312485.1)
14 12 Faecalibacterium prausnitzii ERR9610944 bin.10_MetaWRAP_v1.3_MAG (GCA_958445435.1)
H;<Faecalibacterium prausnitzii SRR16280113_bin.8_MetaWRAP_v1.3_MAG (GCA_959600295.1)

281E0 Faecalibacterium prausnitzii M21/2 (GCA_000154385.1)

' Praecalibacterium prausnitzii MGYG-HGUT-01300 (GCA_902373685.1)
LFaecalibacterium prausnitzii AF29-11BH (GCA_003434015.1)
Faecalibacterium prausnitzii AF29-7BH-C (GCA_027683805.1)
Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)
Faecalibacterium prausnitzii AF31-14AC (GCA_003433905.1)
Faecalibacterium prausnitzii COPD333 (GCA_014868765.1)
Faecalibacterium prausnitzii COPD336 (GCA_014868685.1)
18.Faecalibacterium prausnitzii DFI.5.48 (GCA_019061315.1)
Faecalibacterium prausnitzii Fp137 (GCA_019969455.1)

4.4
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%Faecalibacterium prausnitzii DOME_MAG_12541 (GCA 036300565.1)
! %2k ecalibacterium prausnitzii SL3/3 (GCA_000209855.1)
Faecalibacterium prausnitzii SRR13494521_bin.26_MetaWRAP_v1.3_MAG (GCA_959026415.1)
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