N) tree generated by a cgMLST analysis (based on 681 loci)
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ﬁFaecalibacterium prausnitzii B69_35 (GCA_021631065.1)
7 3. Faecalibacterium prausnitzii B37_maxbin.001 (GCA_021636725.1)

BLEaecalibacterium prausnitzii CTOTU30124 (GCA_036792435.1)

2LEecalibacterium prausnitzii CTOTU36393 (GCA_036792455.1)

#Lraecalibacterium prausnitzii C5_11 (GCA_021641955.1)

4. Faecalibacterium prausnitzii DOME_MAG_9251 (GCA_036551025.1)

Z.Faecalibacterium prausnitzii ERR8263843_bin.30_MetaWRAP_v1.3_MAG (GCA_958438015.1)
BLEaecalibacterium prausnitzii CTOTU32137 (GCA_036830095.1)

2 Faecalibacterium prausnitzii DOME_MAG_10686 (GCA_036304525.1)

#0.Faecalibacterium prausnitzii CTOTU13408 (GCA_036756085.1)

BLEsecalibacterium prausnitzii CTOTU32188 (GCA_036841945.1)

2. Faecalibacterium prausnitzii DOME_MAG_12164 (GCA_036301585.1)
Faecalibacterium prausnitzii BBSGM-G02-111 (GCA_017850935.1)

Faecalibacterium prausnitzii Fp137 (GCA_019969455.1)

Faecalibacterium prausnitzii A29_24 (GCA_021621855.1)

Faecalibacterium prausnitzii SRR13494521_bin.26_MetaWRAP_v1.3_MAG (GCA_959026415.1)
Faecalibacterium prausnitzii L2_038_000M1_dasL2_038_000M1_maxbin2.maxbin.064 (GCA_018381175.1)
3. raecalibacterium prausnitzii A38_3 (GCA_021621235.1)

2. Faecalibacterium prausnitzii DOME_MAG_12781 (GCA_036299185.1)

Faecalibacterium prausnitzii COPD338 (GCA_014868645.1)
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