N) tree generated by a cgMLST analysis (based on 903 loci)

182 acticaseibacillus rhamnosus DS15_11 (GCA_003061645.1)
Lacticaseibacillus rhamnosus VHProbi Y39 (GCA_022220485.1)
Lacticaseibacillus rhamnosus UBLR-58 (GCA_004798455.1)
29L) acticaseibacillus rhamnosus Lrh21 (GCA_001656995.1)
2L acticaseibacillus rhamnosus DS14_11 (GCA_003061705.1)
Lacticaseibacillus rhamnosus co_0103 (GCA_004167055.1)
056 o [*CLacticaseibacillus rhamnosus BIOML-A9 (GCA_009679265.1)
g Lacticaseibacillus rhamnosus BIOML-A8 (GCA_009679295.1)
0.0391) 0 % acticaseibacillus rhamnosus BIOML-A2 (GCA_009679405.1)
o 2 Lacticaseibacillus rhamnosus X253 (GCA_018228745.1)
o Lacticaseibacillus rhamnosus PB7 (GCA_025631035.1)
Lacticaseibacillus rhamnosus Lrh_yogurt_C2 (GCA_026967105.1)
Lacticaseibacillus rhamnosus Lrh_yogurt_C4 (GCA_026967125.1)
2987 acticaseibacillus rhamnosus CAU 1365 (GCA 019967935.1)
0.09 292 acticaseibacillus rhamnosus CIRM-BIA 2134 (GCA_025189565.1)

bOo78L 0, 4cticaseibacillus rhamnosus BIO5326 (GCA_009720565.1)

Lacticaseibacillus rhamnosus CIRM-BIA 607 (GCA_025189315.1)

Lacticaseibacillus rhamnosus CIRM-BIA 1952 (GCA_025189605.1)
OLacticaseibaciHusrhamnosusVHProbiV6156(GCA_O31594435.1)
Lacticaseibacillus rhamnosus CP-1 (GCA_036583945.1)
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