N) tree generated by a cgMLST analysis (based on 607 loci)
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“Limosilactobacillus fermentum BI06529 (GCA_008868475.1)
Limosilactobacillus fermentum ATA-LTC-Lf170503 (GCA _037966785.1)
Limosilactobacillus fermentum gbc_h (GCA_040785075.1)
Limosilactobacillus fermentum 3872 (GCA_000466785.3)
Limosilactobacillus fermentum R17-5 (GCA_029872335.1)

1%, imosilactobacillus fermentum SN-1 (GCA_045809205.1)
Limosilactobacillus fermentum CIRM-BIA 2157 (GCA_025191625.1)
Limosilactobacillus fermentum VSIO5 (GCA 029011825.1)
Limosilactobacillus fermentum CIRM-BIA 2154 (GCA_025191635.1)

1160 Limosilactobacillus fermentum CRL1446 (GCA_002899655.1)

s3s)" “Limosilactobacillus fermentum CECT 9269 (GCA_900290185.1)
" Laso Limosilactobacillus fermentum LF2 (GCA _003261135.1)
1 149%.| imosilactobacillus fermentum UMB0187 (GCA_002863265.1)
Ll imosilactobacillus fermentum CECT 5716 (GCA_000210515.1)
2L imosilactobacillus fermentum DRD-84 (GCA_030971345.1)
Limosilactobacillus fermentum MWLf-4 (GCA_028463945.1)
Limosilactobacillus fermentum MCC 0225 (GCA_037407275.1)
Limosilactobacillus fermentum CECT 5716 (GCA_014488995.1)
Limosilactobacillus fermentum CECT5716 (GCA_020520555.1)
Limosilactobacillus fermentum QAULFN53 (GCA_022509445.1)




