NJ tree generated by a cgMLST analysis (based on 516 loci)

2%.Bacteroides ovatus TSDC17.2 (GCA_918291015.1)

Bacteroides ovatus OF01-19AC (GCA_003463495.1)

Bacteroides ovatus AM30-13 (GCA_003468975.1)

Bacteroides ovatus 1001275st2_G11 (GCA 005844935.1)

Bacteroides ovatus 1001275B_160808_G11 (GCA_015559545.1)

Bacteroides ovatus AF24-28LB (GCA_003459105.1)

Bacteroides ovatus BJH 86 (GCA 021406525.1)

f21.Bacteroides ovatus WH514 (GCA_918277415.1)

“Bacteroides ovatus BFG-466 (GCA_024789165.1)

Bacteroides ovatus B86_010 (GCA_022713285.1)

Bacteroides ovatus 1001285H_161024 E2 (GCA_015558455.1)

Bacteroides ovatus UBA9483 (GCA_003526655.1)

Bacteroides ovatus 2225st1_E11 2225SCRN_200828 (GCA_028402365.1)
Bacteroides ovatus 2225st1_E10_2225SCRN_200828 (GCA_028402385.1)
Bacteroides ovatus 2225stl_H1_2225SCRN_200828 (GCA_028402285.1)
Bacteroides ovatus 2225st1_H10_2225SCRN_200828 (GCA_028402305.1)
Bacteroides ovatus 2225stl_F8_2225SCRN_200828 (GCA_028402315.1)
Bacteroides ovatus 2225st1_G5_2225SCRN_200828 (GCA_028402345.1)
Bacteroides ovatus 2225st1_B8_2225SCRN_200828 (GCA_028402425.1)
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