NJ tree generated by a cgMLST analysis (based on 241 loci)
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#%Bacteroides thetaiotaomicron B624_009 (GCA_022714445.1)
Bacteroides thetaiotaomicron 2789STDY5834899 (GCA_001405895.1)
Bacteroides thetaiotaomicron BFG-134 (GCA_024789825.1)

%“Bacteroides thetaiotaomicron DFI.2.69 (GCA_019132455.1)
Bacteroides thetaiotaomicron DFI.2.13 (GCA_019132635.1)
Bacteroides thetaiotaomicron DFI.2.24 (GCA_020555095.1)
Bacteroides thetaiotaomicron DFI.2.43 (GCA_022137185.1)
Bacteroides thetaiotaomicron DFI.2.67 (GCA_024463455.1)
=Bacteroides thetaiotaomicron S_ 94 (GCA 034123965.1)

~Bacteroides thetaiotaomicron S_35 (GCA_034125285.1)

=Bacteroides thetaiotaomicron S_377 (GCA_034129565.1)

~Bacteroides thetaiotaomicron 1001275B_160808_C9 (GCA_015560505.1)
2Bacteroides thetaiotaomicron S_18 (GCA 034125685.1)

Bacteroides thetaiotaomicron MSK.16.9 (GCA 019129915.1)
Bacteroides thetaiotaomicron MSK.16.60 (GCA_019130355.1)
Bacteroides thetaiotaomicron MSK.16.65 (GCA_019130375.1)
Bacteroides thetaiotaomicron MSK.16.62 (GCA_019130435.1)
Bacteroides thetaiotaomicron D31t1_170403_D6 (GCA_015548265.1)
Bacteroides thetaiotaomicron D31stl C6 D31tl 170403 (GCA 028398935.1)

=Bacteroides thetaiotaomicron S_1169 (GCA_034148025.1)



