
0500
Roseburia intestinalis B266_005 (GCA_022715005.1)
Roseburia intestinalis M50/1 (GCA_000209995.1)
Roseburia intestinalis SRR13494526_bin.16_MetaWRAP_v1.3_MAG (GCA_959020955.1)
Roseburia intestinalis AF36-10AT (GCA_003474885.1)
Roseburia intestinalis BIOML-A1 (GCA_009718345.1)
Roseburia intestinalis DOME_MAG_9076 (GCA_036551585.1)
Roseburia intestinalis MTG222_bin.25.fa (GCA_934831895.1)
Roseburia intestinalis MTG243_bin.1.fa (GCA_934873335.1)
Roseburia intestinalis MTG224_bin.36.fa (GCA_934842255.1)
Roseburia intestinalis MTG231_bin.7.fa (GCA_934836075.1)
Roseburia intestinalis MTG228_bin.26.fa (GCA_934838565.1)
Roseburia intestinalis MTG226_bin.34.fa (GCA_934841115.1)
Roseburia intestinalis MTG245_bin.13.fa (GCA_934879455.1)
Roseburia intestinalis NB2A 31_NB (GCA_023497585.1)
Roseburia intestinalis ERR9762675_bin.27_MetaWRAP_v1.3_MAG (GCA_958425345.1)
Roseburia intestinalis ERR4316482_bin.8_MetaWRAP_v1.3_MAG (GCA_958441885.1)
Roseburia intestinalis  (GCA_000435135.1)
Roseburia intestinalis J1101437_171009_C5 (GCA_015555785.1)
Roseburia intestinalis 2789STDY5834960 (GCA_001406435.1)
Roseburia intestinalis MGYG-HGUT-00076 (GCA_902362885.1)

 Dendrogram of cgMLST analysis (based on 749 loci)


