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Bacteroides fragilis Map_47_003 (GCA_022747145.1)
Bacteroides fragilis CHE527_013 (GCA_022719675.1)
Bacteroides fragilis SRR13839997_bin.1_metawrap_v1.3_MAG (GCA_947070925.1)
Bacteroides fragilis UBA9490 (GCA_003541775.1)
Bacteroides fragilis UBG184 (GCA_014845805.1)
Bacteroides fragilis Map_62_008 (GCA_022722255.1)
Bacteroides fragilis Map_188_015 (GCA_022745285.1)
Bacteroides fragilis Map_21_006 (GCA_022726575.1)
Bacteroides fragilis Map_88_013 (GCA_022732255.1)
Bacteroides fragilis CHE588_011 (GCA_022719405.1)
Bacteroides fragilis 3725 D9(v) (GCA_000598585.1)
Bacteroides fragilis S_289 (GCA_034131205.1)
Bacteroides fragilis BFR_KZ06 (GCA_014042505.1)
Bacteroides fragilis BF_BC_SKE_DK_2012_32 (GCA_026966315.1)
Bacteroides fragilis Map_104_019 (GCA_022717255.1)
Bacteroides fragilis D54t1_190329_B1 (GCA_015553755.1)
Bacteroides fragilis YCH46 (GCA_000009925.1)
Bacteroides fragilis SRR16280094_bin.17_MetaWRAP_v1.3_MAG (GCA_959605255.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


