Dendrogram of cgMLST analysis (based on 219 loci)
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Bacteroides uniformis AM54-10NS (GCA 027668925.1)
Bacteroides uniformis VPI-C7-17 (GCA 021409445.1)
Bacteroides uniformis DFI.5.36 (GCA_022136535.1)
Bacteroides uniformis DFI.5.10 (GCA_020560265.1)
Bacteroides uniformis UO.H1043 (GCA 028528085.1)
Bacteroides uniformis AF17-20 (GCA _003460085.1)
Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
Bacteroides uniformis CTOTU30053 (GCA 036775955.1)
Bacteroides uniformis CTOTU33017 (GCA 036740875.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis B624 011 (GCA 022714425.1)
Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis NBRC 113350 (GCA_006742345.1)
Bacteroides uniformis 2251 1TSAB (GCA 032144115.1)
Bacteroides uniformis AF21-53 (GCA_003459325.1)
Bacteroides uniformis Map_186 013 (GCA 022739695.1)
Bacteroides uniformis MGYG-HGUT-01346 (GCA 902374035.1)
Bacteroides uniformis UBA1695 (GCA _002320565.1)
Bacteroides uniformis CHE588_006 (GCA_022719475.1)



