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Bacteroides fragilis FXJYN7E2 (GCA_029872545.1)
Bacteroides fragilis S_850 (GCA_034142005.1)
Bacteroides fragilis Map_190_012 (GCA_022727875.1)
Bacteroides fragilis 3397 T10 (GCA_000598405.1)
Bacteroides fragilis Tbg-32 (GCA_026719515.1)
Bacteroides fragilis 3397 N2 (GCA_000598565.1)
Bacteroides fragilis 3397 T14 (GCA_000599165.2)
Bacteroides fragilis 3397 N3 (GCA_000598925.1)
Bacteroides fragilis S_509 (GCA_034127365.1)
Bacteroides fragilis B604_007 (GCA_022720585.1)
Bacteroides fragilis 12905 (GCA_002811065.1)
Bacteroides fragilis Map_178_018 (GCA_022737795.1)
Bacteroides fragilis AM100_PB_TSB_25 (GCA_027661415.1)
Bacteroides fragilis S_766 (GCA_034144965.1)
Bacteroides fragilis S_121 (GCA_034123365.1)
Bacteroides fragilis Map_41_004 (GCA_022747335.1)
Bacteroides fragilis S_965 (GCA_034146325.1)
Bacteroides fragilis J-143-4 (GCA_000598525.1)
Bacteroides fragilis CHE528_007 (GCA_022719595.1)
Bacteroides fragilis TF09-1 (GCA_003436935.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


