N) tree generated by a cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron VPI-C11-15 (GCA_021409505.1)
Bacteroides thetaiotaomicron L3_079_029G1_dasL3_079_029G1_maxbin2.maxbin.007 (GCA_018368095.1)
Bacteroides thetaiotaomicron NLAE-zI-C579 (GCA_900108155.1)
Bacteroides thetaiotaomicron MD51 (GCA_016759925.1)
Bacteroides thetaiotaomicron MD40 (GCA_016760005.1)
HLBacteroides thetaiotaomicron BJH_166 (GCA_021411805.1)
Bacteroides thetaiotaomicron BSD2780120875_150330_C9 (GCA_015554035.1)
Bacteroides thetaiotaomicron BSD2780120875st1_G3_BSD2780120875b_170604 (GCA_028398945.1)
Bacteroides thetaiotaomicron BSD2780120875st1_A4_BSD2780120875b_170604 (GCA_028398985.1)
Bacteroides thetaiotaomicron S_655 (GCA_034134565.1)
9LBacteroides thetaiotaomicron S_554 (GCA 034137525.1)
Bacteroides thetaiotaomicron 2225st1_A3_2225SCRN_200828 (GCA_028399015.1)
Bacteroides thetaiotaomicron 2225st1_D3_2225SCRN_200828 (GCA_028399025.1)
5.Bacteroides thetaiotaomicron S_507 (GCA 034127505.1)
28Bacteroides thetaiotaomicron Map_186 011 (GCA 022721855.1)
Bacteroides thetaiotaomicron S_511 (GCA_034127325.1)
“.Bacteroides thetaiotaomicron 14-106904-2 (GCA_001816245.4)
Bacteroides thetaiotaomicron AM23-17LB (GCA_027671385.1)
Bacteroides thetaiotaomicron BFG-350 (GCA_024789025.1)
~~Bacteroides thetaiotaomicron SRR17794292_bin.12_metawrap_v1.3_MAG (GCA_947644065.1)

1.99

5.52



