N) tree generated by a cgMLST analysis (based on 120 loci)

Parabacteroides distasonis AM04S-109 (GCA_027663365.1)

Parabacteroides distasonis Map_68_007 (GCA_022737455.1)

“~Parabacteroides distasonis S_343 (GCA_034130205.1)

' “Parabacteroides distasonis UBA11450 (GCA_003534485.1)

Parabacteroides distasonis UBA11508 (GCA_003539615.1)

Parabacteroides distasonis SUG1129 (GCA_022784765.1)

Parabacteroides distasonis SUG3461 (GCA_034114845.1)

Parabacteroides distasonis AF36-3 (GCA_003474765.1)

Parabacteroides distasonis OF29-27pH9A (GCA_027693005.1)

-Parabacteroides distasonis BSD2780120874_150323_E11 (GCA_015558175.1)
Parabacteroides distasonis BSD2780120874stl B11 BSD2780120874 150323 (GCA_028329165.1)
Parabacteroides distasonis NBRC 113806 (GCA_006739545.1)

Parabacteroides distasonis cx_0004 (GCA_004167065.1)

Parabacteroides distasonis BIOML-A40 (GCA_009677235.1)

Parabacteroides distasonis BIOML-A36 (GCA_009677245.1)

-Parabacteroides distasonis BIOML-A41 (GCA_009677255.1)

Parabacteroides distasonis BIOML-A38 (GCA_009678385.1)

Parabacteroides distasonis BIOML-A39 (GCA_009678415.1)

Parabacteroides distasonis BIOML-A37 (GCA_009678425.1)

Parabacteroides distasonis SRR13494490_bin.7_MetaWRAP_v1.3_MAG (GCA_959026225.1)
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