
0100
Bacteroides uniformis UBA11753 (GCA_003487475.1)
Bacteroides uniformis KLE1607 (GCA_001578555.1)
Bacteroides uniformis BIOML-A88 (GCA_009019135.1)
Bacteroides uniformis BIOML-A87 (GCA_009019145.1)
Bacteroides uniformis BIOML-A5 (GCA_009020755.1)
Bacteroides uniformis BIOML-A91 (GCA_009019105.1)
Bacteroides uniformis BIOML-A89 (GCA_009019085.1)
Bacteroides uniformis BIOML-A92 (GCA_009019055.1)
Bacteroides uniformis BIOML-A90 (GCA_009019075.1)
Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)
Bacteroides uniformis 2789STDY5608864 (GCA_001406095.1)
Bacteroides uniformis AF17-20 (GCA_003460085.1)
Bacteroides uniformis D6t1_180914_C3 (GCA_015670605.1)
Bacteroides uniformis 2789STDY5834844 (GCA_001406635.1)
Bacteroides uniformis FSDTA-HCK-B1 (GCA_019733555.1)
Bacteroides uniformis AF04-22B (GCA_027688375.1)
Bacteroides uniformis SRR17382092_bin.11_MetaWRAP_v1.3_MAG (GCA_958477455.1)
Bacteroides uniformis Map_54_012 (GCA_022740225.1)
Bacteroides uniformis RTP21484st1_H2_RTP21484_190118 (GCA_028396365.1)
Bacteroides uniformis RTP21484st1_D4_RTP21484_190118 (GCA_028396465.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


