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Bacteroides uniformis D52stl D3 D52t1 170925 (GCA 028396645.1)

Bacteroides uniformis D52st1 F9 D52t1 170925 (GCA 028396625.1)

Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)
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Bacteroides uniformis MB20-85 (GCA 023668775.1)

Bacteroides uniformis MGYG-HGUT-01346 (GCA 902374035.1)
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Bacteroides uniformis SRR17794283 bin.40_metawrap_v1.3_MAG (GCA 947641855.1)
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Bacteroides uniformis Map_16_006 (GCA_022740715.1)



