Dendrogram of cgMLST analysis (based on 219 loci)

Bacteroides uniformis VPI-61 (GCA_021409535.1)
Bacteroides uniformis FDAARGOS 901 (GCA 016117815.1)
Bacteroides uniformis ATCC 8492 (GCA 025147485.1)
Bacteroides uniformis ATCC 8492 (GCA_000154205.1)
Bacteroides uniformis MSK.18.89 (GCA 019128995.1)
Bacteroides uniformis MSK.18.66 (GCA 019128965.1)
Bacteroides uniformis MSK.18.78 (GCA_019129055.1)
Bacteroides uniformis MSK.18.74 (GCA_019129075.1)
Bacteroides uniformis MSK.18.77 (GCA_019129135.1)
Bacteroides uniformis MSK.18.33 (GCA 019129195.1)

-+ Bacteroides uniformis MSK.18.25 (GCA_019129315.1)

|' Bacteroides uniformis MSK.18.30 (GCA 019129335.1)
Bacteroides uniformis BIOML-A16 (GCA_009020535.1)
Bacteroides uniformis BIOML-A17 (GCA_009020475.1)
Bacteroides uniformis BIOML-A15 (GCA 009020545.1)

-+ Bacteroides uniformis BIOML-A13 (GCA_009020575.1)
Bacteroides uniformis BIOML-A12 (GCA_009020605.1)

— Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)
Bacteroides uniformis BFG-497 (GCA_024789585.1)
Bacteroides uniformis Map_20 010 (GCA_022745205.1)

100 50 0



