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Bacteroides fragilis S_715 (GCA_034133325.1)
Bacteroides fragilis S_716 (GCA_034133345.1)
Bacteroides fragilis AF15-10LB (GCA_003464385.1)
Bacteroides fragilis AM40-4AC (GCA_003468145.1)
Bacteroides fragilis AF26-6 (GCA_003458955.1)
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 Dendrogram of cgMLST analysis (based on 1285 loci)


