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Bacteroides uniformis D31t1_170403_D7 (GCA_015551575.1)
Bacteroides uniformis MB18-12 (GCA_023669505.1)
Bacteroides uniformis SRR18940293_bin.17_MetaWRAP_v1.3_MAG (GCA_958435365.1)
Bacteroides uniformis VPI-909 (GCA_021409485.1)
Bacteroides uniformis BFG-227 (GCA_024760085.1)
Bacteroides uniformis DFI.3.57 (GCA_019132285.1)
Bacteroides uniformis CTOTU30082 (GCA_036730785.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis A1_m1001262Bd0_191120 (GCA_028396345.1)
Bacteroides uniformis A38_maxbin.002_sub.fa (GCA_021621185.1)
Bacteroides uniformis MGBC134983 (GCA_949059745.1)
Bacteroides uniformis MGBC135591 (GCA_948887515.1)
Bacteroides uniformis MGBC135691 (GCA_948937055.1)
Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis Map_121_008 (GCA_022746965.1)
Bacteroides uniformis CE91-St12 (GCA_022834995.1)
Bacteroides uniformis CE91-St13 (GCA_022835115.1)
Bacteroides uniformis ERR9492525_bin.2_MetaWRAP_v1.3_MAG (GCA_958402505.1)
Bacteroides uniformis An67 (GCA_002161435.1)
Bacteroides uniformis COPD040 (GCA_014871095.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


