NJ tree generated by a cgMLST analysis (based on 219 loci)
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£8.Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA 946222525.1)
“Bacteroides uniformis NBRC 113350 (GCA_006742345.1)
Bacteroides uniformis ATCC 8492 (GCA_000154205.1)
Bacteroides uniformis FDAARGOS 901 (GCA 016117815.1)
Bacteroides uniformis D6t1_180914 D10 (GCA_015561145.1)
“=Bacteroides uniformis 1001713st2_A4 1001713B170214 170313 (GCA _028397205.1)
“Bacteroides uniformis 1001713B170221 170320 B4 (GCA 015671055.1)
U.Bacteroides uniformis UBA1695 (GCA_002320565.1)
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