
0100
Bacteroides uniformis SUG469 (GCA_022772765.1)
Bacteroides uniformis MB18-12 (GCA_023669505.1)
Bacteroides uniformis UBA1695 (GCA_002320565.1)
Bacteroides uniformis AM28-49 (GCA_003469475.1)
Bacteroides uniformis AF56-24A (GCA_027682285.1)
Bacteroides uniformis D53st1_B8_D53t1_180928 (GCA_028396545.1)
Bacteroides uniformis D53st1_B1_D53t1_180928 (GCA_028396605.1)
Bacteroides uniformis D53t1_180928_B5 (GCA_015560255.1)
Bacteroides uniformis D53st1_G7_D53t1_180928 (GCA_028396585.1)
Bacteroides uniformis AM09-11 (GCA_003473285.1)
Bacteroides uniformis AF32-17 (GCA_003475375.1)
Bacteroides uniformis 3978 T3 i (GCA_000699885.1)
Bacteroides uniformis 3978 T3 ii (GCA_000699825.1)
Bacteroides uniformis D6t1_180914_D10 (GCA_015561145.1)
Bacteroides uniformis ATCC 8492 (GCA_000154205.1)
Bacteroides uniformis FDAARGOS_901 (GCA_016117815.1)
Bacteroides uniformis 1001713st2_A4_1001713B170214_170313 (GCA_028397205.1)
Bacteroides uniformis 1001713B170221_170320_B4 (GCA_015671055.1)
Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis NBRC 113350 (GCA_006742345.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


