NJ tree generated by a cgMLST analysis (based on 607 loci)
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1%, imosilactobacillus fermentum NCC2970 (GCA _001742205.1)
Limosilactobacillus fermentum TCI757 (GCA_040267735.1)
Limosilactobacillus fermentum 712 (GCA_025186015.1)
Limosilactobacillus fermentum - (GCA_016861955.1)

122 imosilactobacillus fermentum SCB0035 (GCA 022819245.1)
Limosilactobacillus fermentum AF15-40LB (GCA_003464285.1)
Limosilactobacillus fermentum QAULFN62 (GCA_022509335.1)
Limosilactobacillus fermentum M4 (GCA 023612195.1)
Limosilactobacillus fermentum L1 (GCA_018866265.1)
Limosilactobacillus fermentum F-6 (GCA_000397165.1)
Limosilactobacillus fermentum SN4-1 (GCA_041413225.1)

184 imosilactobacillus fermentum B44 (GCA 016617695.1)
Limosilactobacillus fermentum KMB_613 (GCA_003346315.1)
Limosilactobacillus fermentum YLF016 (GCA_018884205.1)
Limosilactobacillus fermentum CIRM-BIA 2155 (GCA_025191645.1)

5.64) %Limosilactobacillus fermentum - (GCA_000010145.1)
1 .05

Limosilactobacillus fermentum - (GCA _006538825.1)

L 18| imosilactobacillus fermentum VHProbi 048 (GCA_024637935.1)
Limosilactobacillus fermentum LDTM 7301 (GCA _003346795.1)
Limosilactobacillus fermentum PMC101 (GCA_024494505.1)




