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Bacteroides uniformis AM31-23 (GCA_003468755.1)
Bacteroides uniformis AM09-11 (GCA_003473285.1)
Bacteroides uniformis AF32-17 (GCA_003475375.1)
Bacteroides uniformis D46t1_190503_E1 (GCA_015559845.1)
Bacteroides uniformis VPI-C7-17 (GCA_021409445.1)
Bacteroides uniformis BSD2780061688_150302_G4 (GCA_015552985.1)
Bacteroides uniformis AM30-49 (GCA_003468865.1)
Bacteroides uniformis AF22-2-r (GCA_027684185.1)
Bacteroides uniformis AM26-18LB (GCA_027671165.1)
Bacteroides uniformis TM10-17 (GCA_003466245.1)
Bacteroides uniformis 2789STDY5834942 (GCA_001406715.1)
Bacteroides uniformis AF102-91 (GCA_027686125.1)
Bacteroides uniformis AF102-45 (GCA_027686315.1)
Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis Map_121_008 (GCA_022746965.1)
Bacteroides uniformis CE91-St12 (GCA_022834995.1)
Bacteroides uniformis CE91-St13 (GCA_022835115.1)
Bacteroides uniformis ERR9492525_bin.2_MetaWRAP_v1.3_MAG (GCA_958402505.1)
Bacteroides uniformis COPD040 (GCA_014871095.1)
Bacteroides uniformis An67 (GCA_002161435.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


