NJ tree generated by a cgMLST analysis (based on 942 loci)

23 actiplantibacillus plantarum D444 (GCA_023195495.1)
“<Lactiplantibacillus plantarum CCFM605 (GCA 003344825.1)
=Lactiplantibacillus plantarum SKO-001 (GCA_005576935.1)
=Lactiplantibacillus plantarum PM8 (GCA 041297935.1)

A2 actiplantibacillus plantarum SRCM101520 (GCA_002872355.1)
=Lactiplantibacillus plantarum SCZH-7 (GCA_040271445.1)
=Lactiplantibacillus plantarum FSCPS35L5 (GCA_030466465.1)
=Lactiplantibacillus plantarum BD-LP (GCA_041222805.1)
“Lactiplantibacillus plantarum Lp820 (GCA 002370925.1)
Lactiplantibacillus plantarum LPBF 35 (GCA 016029535.1)

00 Lactiplantibacillus plantarum DS13 9 (GCA 003053185.1)

00737 ° Lactiplantibacillus plantarum ATCC 5870 (GCA 013753885.1)
4931 % actiplantibacillus plantarum AUSA002 (GCA_040790815.1)
L9, actiplantibacillus plantarum DS8 9 (GCA 003053025.1)

1 M-Lactiplantibacillus plantarum TJA26B (GCA_003545985.1)

119 40l Lactiplantibacillus plantarum C7-35 (GCA_020552585.1)
Lactiplantibacillus plantarum C7-7 (GCA_020552525.1)
Lactiplantibacillus plantarum C7-39 (GCA_020552595.1)
Lactiplantibacillus plantarum C7-40 (GCA _020552625.1)
Lactiplantibacillus plantarum C7-52 (GCA 020552635.1)
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