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Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis OM07-9 (GCA_003438205.1)
Bacteroides uniformis MB18-69 (GCA_023669365.1)
Bacteroides uniformis MB20-125 (GCA_023668505.1)
Bacteroides uniformis MB18-74 (GCA_023669345.1)
Bacteroides uniformis D55t1_190419_C5 (GCA_015560385.1)
Bacteroides uniformis MSK.16.31 (GCA_019052515.1)
Bacteroides uniformis MSK.16.7 (GCA_019130195.1)
Bacteroides uniformis MSK.16.39 (GCA_019130685.1)
Bacteroides uniformis MSK.16.44 (GCA_019130605.1)
Bacteroides uniformis MSK.16.46 (GCA_019130575.1)
Bacteroides uniformis MSK.16.71 (GCA_019130175.1)
Bacteroides uniformis MSK.16.70 (GCA_019130215.1)
Bacteroides uniformis D41t1_190614_E5 (GCA_015555865.1)
Bacteroides uniformis RTP21484st1_H2_RTP21484_190118 (GCA_028396365.1)
Bacteroides uniformis RTP21484st1_D4_RTP21484_190118 (GCA_028396465.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis VPI-909 (GCA_021409485.1)
Bacteroides uniformis BFG-227 (GCA_024760085.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


