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of cgMLST analysis (based on 219 loci)

Bacteroides uniformis DFI.5.36 (GCA _022136535.1)

Bacteroides uniformis DFI.5.10 (GCA 020560265.1)

Bacteroides uniformis VPI-C7-17 (GCA 021409445.1)

Bacteroides uniformis AF04-22B (GCA_027688375.1)

Bacteroides uniformis FSDTA-HCK-B1 (GCA 019733555.1)

Bacteroides uniformis D52t1 170925 H1 (GCA 015559225.1)

Bacteroides uniformis e3zArYC4i3_bin.1.MAG (GCA_946222525.1)
Bacteroides uniformis MB18-76 (GCA 023669315.1)

Bacteroides uniformis MB18-80 (GCA 015124975.1)

Bacteroides uniformis MB18-33 (GCA 015124985.1)

Bacteroides uniformis MB20-127 (GCA 023668465.1)

Bacteroides uniformis MB20-85 (GCA 023668775.1)

Bacteroides uniformis MGYG-HGUT-01346 (GCA 902374035.1)

Bacteroides uniformis 2226stl_D10_2226SCRN_200925 (GCA_028397085.1)
Bacteroides uniformis CTOTU30759 (GCA 036843625.1)

Bacteroides uniformis SRR17794283 bin.40_metawrap_v1.3_MAG (GCA 947641855.1)
Bacteroides uniformis VPI-C20-25 (GCA_021409465.1)

Bacteroides uniformis CTOTU33385 (GCA 036832415.1)

Bacteroides uniformis UBA10665 (GCA_003448415.1)

Bacteroides uniformis Map_16 006 (GCA 022740715.1)



