N) tree generated by a cgMLST analysis (based on 1342 loci)

L5 Bacillus subtilis ps4100 (GCA_024585045.1)
182 ﬁ;Bacinus subtilis WH60A (GCA 029916985.1)
*4Bacillus subtilis SRCM103862 (GCA_004101345.1)
>’2Bacillus subtilis MPF 24 (GCA 023713145.1)
Bacillus subtilis BF12B1 (GCA_044499385.1)
Bacillus subtilis SEM-2 (GCA_006454465.1)
—%Bacillus subtilis FUA2114 (GCA_008017615.1)
oase - Bacillus subtilis - (GCA_905310985.2)
ﬁl’—ZABacillus subtilis - (GCA_905319545.2)
L%%Bacillus subtilis - (GCA_905315015.2)
103 +[>Bacillus subtilis HC-9 (GCA_045291565.1)
oo LBacillus subtilis M-4 (GCA_036347755.1)
Bacillus subtilis BD-592 (GCA_035822775.1)
2.Bacillus subtilis BD-587 (GCA_035822815.1)
Bacillus subtilis - (GCA 905318255.2)
“.Bacillus subtilis GGC-P12B (GCA_007786555.1)
Bacillus subtilis - (GCA 905311035.2)
22LBacillus subtilis - (GCA_ 905319135.2)
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069 MﬁBacinus subtilis RS308 (GCA_030016335.1)
054 BB acillus subtilis HED2021 (GCA_033436855.1)
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