
1
0

1
0

1
274

Bacillus subtilis MER 89 (GCA_023714065.1)297

1
310

Bacillus subtilis JJ975 (GCA_036966285.1)1.5

Bacillus subtilis JJ944 (GCA_036966765.1)1.5

0.46
1.53

1
579

Bacillus subtilis ZL27 (GCA_003762825.1)0.5

Bacillus subtilis B72 (GCA_023509705.1)0.5

1
68.8

0.38
2.96

1
36.6

Bacillus subtilis PK5_26 (GCA_003600785.1)474

1
464

Bacillus subtilis TATVAM-FAB79 (GCA_046591695.1)0

Bacillus subtilis TATVAM-FAB32 (GCA_046592575.1)0

0.99
24

0.92
24.5

Bacillus subtilis RA15 (GCA_034259385.1)454

Bacillus subtilis TE11 (GCA_049803375.1)435

1
170

1
316

0.57
4.66

1
13.3

0.67
0.375

Bacillus subtilis P5_B1 (GCA_009662355.1)0

Bacillus subtilis G2S2 (GCA_030123085.1)0

0.67
0.625

Bacillus subtilis C1_13 (GCA_030122865.1)0

Bacillus subtilis C1_9 (GCA_030122885.1)0

Bacillus subtilis CRN 11 (GCA_013267035.1)18.7

Bacillus subtilis B4143 (GCA_000832195.1)22.3

1
209

Bacillus subtilis CWTS 5 (GCA_028462485.1)99

Bacillus subtilis WS1A (GCA_013186645.1)92

0.54
7.35

Bacillus subtilis - (GCA_905315025.2)503

Bacillus subtilis RC 25 (GCA_004103895.1)499

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)

250


