N) tree generated by a cgMLST analysis (based on 1102 loci)

198, evilactobacillus brevis KL251 (GCA_040425635.1)

Levilactobacillus brevis CIRM-BIA 899 (GCA 025194515.1)

Levilactobacillus brevis - (GCA_006539265.1)

Levilactobacillus brevis NSMJ23 (GCA_014905055.1)

Levilactobacillus brevis MKMB04 (GCA_039839865.1)

Levilactobacillus brevis MKMB05 (GCA _039839695.1)

Levilactobacillus brevis Atlas17 (GCA_028411555.1)

Levilactobacillus brevis KMB_620 (GCA_003346245.1)

Levilactobacillus brevis MRS-8 (GCA_032841235.1)

Levilactobacillus brevis MRS-9 (GCA_032841255.1)

Levilactobacillus brevis DRD-59 (GCA_023743375.1)
Levilactobacillus brevis DRD-12 (GCA_023743495.1)
=Levilactobacillus brevis DRD-139 (GCA_023744105.1)

2917 evilactobacillus brevis DRD-136 (GCA_023744455.1)

29%8.) evilactobacillus brevis DRD-51 (GCA 023743515.1)
Levilactobacillus brevis DRD-52 (GCA_023743355.1)
Levilactobacillus brevis DRD-35 (GCA_023743475.1)
Levilactobacillus brevis DRD-201 (GCA_023744005.1)
Levilactobacillus brevis DRD-60 (GCA_023744095.1)
Levilactobacillus brevis DRD-198 (GCA 023744425.1)

=lo

0.55




