Dendrogram of cgMLST analysis (based on 2602 loci)
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Bacillus amyloliquefaciens LFB112 (GCA_000508265.1)
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Bacillus amyloliquefaciens JF (GCA 042159825.1)

Bacillus amyloliquefaciens C6.7 (GCA 030520205.1)
Bacillus amyloliquefaciens SN16-1 (GCA 018502525.1)
Bacillus amyloliquefaciens MBLB0692 (GCA 029371985.1)
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