N) tree generated by a cgMLST analysis (based on 607 loci)
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Limosilactobacillus fermentum VHProbi 048 (GCA_024637935.1)
Limosilactobacillus fermentum KA16MA (GCA _041380155.1)
Limosilactobacillus fermentum - (GCA_006538825.1)
Limosilactobacillus fermentum - (GCA_000010145.1)
34| imosilactobacillus fermentum SRCM103285 (GCA_004063515.1)
Limosilactobacillus fermentum CBA7106 (GCA_003255875.1)
Limosilactobacillus fermentum LDTM 7301 (GCA_003346795.1)
=Limosilactobacillus fermentum PMC101 (GCA_024494505.1)
Limosilactobacillus fermentum - (GCA_016861505.1)
Limosilactobacillus fermentum KCKM 0998 (GCA 031460995.1)

®2| imosilactobacillus fermentum FUA033 (GCA_030665445.1)
Limosilactobacillus fermentum 279 (GCA_002794275.1)
Limosilactobacillus fermentum CVM-347 (GCA_011290755.1)
Limosilactobacillus fermentum NB-22 (GCA_000496435.1)
Limosilactobacillus fermentum QAULFN55 (GCA_022509385.1)
=Limosilactobacillus fermentum KHUD_007 (GCA_024385625.1)
Limosilactobacillus fermentum URCS 11 (GCA_024137685.1)
Limosilactobacillus fermentum Pom5 (GCA_030851245.1)
Limosilactobacillus fermentum 28-3-CHN (GCA_000162395.1)
Limosilactobacillus fermentum CYLB55 (GCA 029537335.1)
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0.56
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