Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri LL7 (GCA 007633215.1)
Limosilactobacillus reuteri NM12_1-47 (GCA_004794115.1)
Limosilactobacillus reuteri FUA 3041 (GCA 020784515.1)
Limosilactobacillus reuteri FUA 3043 (GCA _020784495.1)
Limosilactobacillus reuteri QAULRN18 (GCA 022509245.1)
Limosilactobacillus reuteri 484 39 (GCA 001703935.1)
Limosilactobacillus reuteri 484 32 (GCA 001703875.1)
Limosilactobacillus reuteri R.n.1-B (GCA_020784435.1)
Limosilactobacillus reuteri R.n.2-A (GCA _020784375.1)
Limosilactobacillus reuteri R.n.3-A (GCA_020784465.1)
Limosilactobacillus reuteri 149 (GCA 016697045.1)
Limosilactobacillus reuteri 149 (GCA 002221655.1)
Limosilactobacillus reuteri 149 (GCA 001688685.2)
Limosilactobacillus reuteri M_Angie 1 1 (GCA 020784935.1)
Limosilactobacillus reuteri M_Angie 4 1 (GCA 020784915.1)
Limosilactobacillus reuteri N11 (GCA 018917025.1)
Limosilactobacillus reuteri BR13-C2 (GCA 022511545.1)
Limosilactobacillus reuteri L1604-1 (GCA 009649545.1)
Limosilactobacillus reuteri FN0O41 (GCA_024652885.1)
Limosilactobacillus reuteri Fn041 (GCA 019336465.1)



