N) tree generated by a cgMLST analysis (based on 942 loci)

20278 actiplantibacillus plantarum Q180 (GCA_024732385.1)
Lactiplantibacillus plantarum LM1004 (GCA _002895245.1)
Lactiplantibacillus plantarum AFY-10 (GCA_044095195.1)
Lactiplantibacillus plantarum DM083 (GCA_024137845.1)
Lactiplantibacillus plantarum AG10 (GCA 029767725.1)
Lactiplantibacillus plantarum S10 (GCA_041928905.1)
=Lactiplantibacillus plantarum Lb2 (GCA_022844655.1)
“Lactiplantibacillus plantarum LP3 (GCA 047261205.1)
&Lactiplantibacillus plantarum CIRM-BIA 2185 (GCA_025190225.1)
&Lactiplantibacillus plantarum SRCM101520 (GCA_002872355.1)

00 Lactiplantibacillus plantarum DS13 9 (GCA 003053185.1)

4.4 00357, “Lactiplantibacillus plantarum ATCC 5870 (GCA_013753885.1)
48-81 Lactiplantibacillus plantarum AUSA002 (GCA_040790815.1)

L9, actiplantibacillus plantarum DS8 9 (GCA_003053025.1)

1 @-Lactiplantibacillus plantarum TJA26B (GCA _003545985.1)

191] el -Lactiplantibacillus plantarum C7-35 (GCA_020552585.1)

' Lactiplantibacillus plantarum C7-7 (GCA_020552525.1)
Lactiplantibacillus plantarum C7-39 (GCA_020552595.1)
Lactiplantibacillus plantarum C7-40 (GCA_020552625.1)
Lactiplantibacillus plantarum C7-52 (GCA_020552635.1)
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