N) tree generated by a cgMLST analysis (based on 876 loci)
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Bacteroides xylanisolvens BIOML-A74 (GCA_009093695.1)

Bacteroides xylanisolvens ERR9492522 bin.1_MetaWRAP_v1.3_MAG (GCA_958365235.1)
Bacteroides xylanisolvens S_923 (GCA_034139065.1)

Bacteroides xylanisolvens minl7_bin85 (GCA_928721965.1)
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8.Bacteroides xylanisolvens S 207 (GCA 034121515.1)
Bacteroides xylanisolvens S_975 (GCA_034146065.1)
~Bacteroides xylanisolvens S_68 (GCA_034124505.1)

Bacteroides xylanisolvens S_582 (GCA_034136725.1)

10, -Bacteroides xylanisolvens BFG-566 (GCA_024759865.1)

108 H§<Bacteroides xylanisolvens NLAE-zI-G339 (GCA_900107825.1)

538 1%8.Bacteroides xylanisolvens NLAE-zI-C202 (GCA_900114865.1)
¥5.Bacteroides xylanisolvens ERS723643_ bin13 (GCA_963557525.1)

—5.Bacteroides xylanisolvens SUG180 (GCA 022767385.1)
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Bacteroides xylanisolvens BIOML-A5 (GCA_009102805.1)
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Bacteroides xylanisolvens BIOML-A4 (GCA_009102825.1)
Bacteroides xylanisolvens BIOML-A3 (GCA_009102845.1)
e .Bacteroides xylanisolvens BIOML-A6 (GCA_009102785.1)
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Bacteroides xylanisolvens BJH_119 (GCA_021412865.1)
Bacteroides xylanisolvens 10010951)_161003_A10 (GCA_015556195.1)
Bacteroides xylanisolvens APCS1/XY (GCA_018279805.1)




