
1
0

1
0

0.65
4.08

1
9.15

1
27.5

Bacteroides thetaiotaomicron BFG-478 (GCA_024760125.1)8.29

1
4.21

Bacteroides thetaiotaomicron S_678 (GCA_034134085.1)0.632

Bacteroides thetaiotaomicron BFG-55 (GCA_020091305.1)1.37

Bacteroides thetaiotaomicron S_1007 (GCA_034145265.1)28.3

0.86
5.6

0.61
1.49

0.98
6.85

1
7.29

Bacteroides thetaiotaomicron BFG-145 (GCA_024788325.1)8.17

Bacteroides thetaiotaomicron BFG-228 (GCA_024793425.1)23.8

Bacteroides thetaiotaomicron S_611 (GCA_034135585.1)18.2

Bacteroides thetaiotaomicron S_210 (GCA_034121475.1)25.9

Bacteroides thetaiotaomicron Map_8_009 (GCA_022733615.1)41.8

0.56
5.63

0.46
3.14

Bacteroides thetaiotaomicron VPI-C11-15 (GCA_021409505.1)26.5

Bacteroides thetaiotaomicron MSK.15.45 (GCA_019131205.1)36.5

1
27.2

0.66
1.17

Bacteroides thetaiotaomicron S_846 (GCA_034142125.1)9.51

Bacteroides thetaiotaomicron Map_22_006 (GCA_022726415.1)9.49

1
13.3

Bacteroides thetaiotaomicron D54t1_190329_G4 (GCA_015556665.1)0

1
0

Bacteroides thetaiotaomicron D54st1_G6_D54t1_190329 (GCA_028398765.1)0

1
0

Bacteroides thetaiotaomicron D54st1_E7_D54t1_190329 (GCA_028398795.1)0

1
0

Bacteroides thetaiotaomicron D54st1_F2_D54t1_190329 (GCA_028398805.1)0

1
0

Bacteroides thetaiotaomicron D54st1_A10_D54t1_190329 (GCA_028398845.1)0

1
0

Bacteroides thetaiotaomicron D54st1_E1_D54t1_190329 (GCA_028398855.1)0

Bacteroides thetaiotaomicron MTG247_bin.47 (GCA_934883065.1)0

Root0
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