N) tree generated by a cgMLST analysis (based on 241 loci)

22°.Bacteroides thetaiotaomicron BFG-478 (GCA_024760125.1)
Bacteroides thetaiotaomicron S_678 (GCA_034134085.1)
Bacteroides thetaiotaomicron BFG-55 (GCA_020091305.1)
=Bacteroides thetaiotaomicron S_1007 (GCA_034145265.1)
E.Bacteroides thetaiotaomicron BFG-145 (GCA_024788325.1)
—Bacteroides thetaiotaomicron BFG-228 (GCA_024793425.1)
“=Bacteroides thetaiotaomicron S_611 (GCA _034135585.1)
=Bacteroides thetaiotaomicron S_210 (GCA_034121475.1)
—Bacteroides thetaiotaomicron Map_8 009 (GCA_022733615.1)
#5.Bacteroides thetaiotaomicron VPI-C11-15 (GCA_021409505.1)
=Bacteroides thetaiotaomicron MSK.15.45 (GCA_019131205.1)
Bacteroides thetaiotaomicron S_846 (GCA_034142125.1)
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Bacteroides thetaiotaomicron MTG247_bin.47 (GCA_934883065.1)
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