Dendrogram of cgMLST analysis (based on 241 loci)
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Bacteroides thetaiotaomicron 1001283stl E3 1001283B150225 161107 (GCA _028399145.1)
Bacteroides thetaiotaomicron 1001283stl_A3 1001283B150304 161114 (GCA 028399155.1)
— Bacteroides thetaiotaomicron S_911 (GCA_034139545.1)
— Bacteroides thetaiotaomicron jmh44 (GCA 020313395.1)
— Bacteroides thetaiotaomicron S_595 (GCA 034136225.1)
Bacteroides thetaiotaomicron BFG-621 (GCA_024790505.1)
Bacteroides thetaiotaomicron S_340 (GCA_034130265.1)
— Bacteroides thetaiotaomicron BFG-529 (GCA 024794045.1)
—— Bacteroides thetaiotaomicron BFG-410 (GCA_024788975.1)
—— Bacteroides thetaiotaomicron S_219 (GCA_034121245.1)
—— Bacteroides thetaiotaomicron S 40 (GCA 034125165.1)
———— Bacteroides thetaiotaomicron S_165 (GCA 034122305.1)
Bacteroides thetaiotaomicron BFG-430 (GCA_024789265.1)
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