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Bacteroides thetaiotaomicron S_1169 (GCA_034148025.1)
Bacteroides thetaiotaomicron An878 (GCA_021531575.1)
Bacteroides thetaiotaomicron S_204 (GCA_034121605.1)
Bacteroides thetaiotaomicron BJH_88 (GCA_021406505.1)
Bacteroides thetaiotaomicron SUG66 (GCA_022769515.1)
Bacteroides thetaiotaomicron SUG3174 (GCA_034114125.1)
Bacteroides thetaiotaomicron ERR1855541_bin.15_metaWRAP_v1.3_MAG (GCA_945867675.1)
Bacteroides thetaiotaomicron S_303 (GCA_034130985.1)
Bacteroides thetaiotaomicron S_902 (GCA_034140005.1)
Bacteroides thetaiotaomicron S_377 (GCA_034129565.1)
Bacteroides thetaiotaomicron B624_009 (GCA_022714445.1)
Bacteroides thetaiotaomicron BFG-134 (GCA_024789825.1)
Bacteroides thetaiotaomicron 2789STDY5834899 (GCA_001405895.1)
Bacteroides thetaiotaomicron S_35 (GCA_034125285.1)
Bacteroides thetaiotaomicron S_94 (GCA_034123965.1)
Bacteroides thetaiotaomicron DFI.2.67 (GCA_024463455.1)
Bacteroides thetaiotaomicron DFI.2.43 (GCA_022137185.1)
Bacteroides thetaiotaomicron DFI.2.24 (GCA_020555095.1)
Bacteroides thetaiotaomicron DFI.2.69 (GCA_019132455.1)
Bacteroides thetaiotaomicron DFI.2.13 (GCA_019132635.1)

 Dendrogram of cgMLST analysis (based on 241 loci)


