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Bacteroides thetaiotaomicron A4_m1001262Bd2_200113 (GCA_028398285.1)0

Bacteroides thetaiotaomicron A6_m1001262Bd2_200113 (GCA_028398295.1)0
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Bacteroides thetaiotaomicron D33st1_A10_D33t1_170424 (GCA_028398925.1)5.63
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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