
1
0

1
0

1
16.9

Bacteroides thetaiotaomicron BFG-575 (GCA_024791505.1)27

1
12

1
0

Bacteroides thetaiotaomicron MSK.15.45 (GCA_019131205.1)0

Bacteroides thetaiotaomicron MSK.14.51 (GCA_019131235.1)0

Bacteroides thetaiotaomicron MSK.15.48 (GCA_019131255.1)0

1
7.88

Bacteroides thetaiotaomicron VPI-C11-15 (GCA_021409505.1)27.4

1
13.6

1
15

1
0

1
0

1
0

Bacteroides thetaiotaomicron MD51 (GCA_016759925.1)0

Bacteroides thetaiotaomicron MD40 (GCA_016760005.1)0

Bacteroides thetaiotaomicron MD8 (GCA_016760085.1)0

Bacteroides thetaiotaomicron MD13 (GCA_016760095.1)0

Bacteroides thetaiotaomicron MD17 (GCA_016760165.1)0

1
14.5

0.62
0.5

0.62
0

0.62
0

Bacteroides thetaiotaomicron DFI.1.54 (GCA_019132695.1)0

Bacteroides thetaiotaomicron DFI.1.239 (GCA_020562485.1)0

Bacteroides thetaiotaomicron DFI.1.238 (GCA_020562505.1)0

Bacteroides thetaiotaomicron DFI.1.229 (GCA_020562585.1)0

0.62
0.5

Bacteroides thetaiotaomicron DFI.2.27 (GCA_019132575.1)0

0.62
0

Bacteroides thetaiotaomicron DFI.1.150 (GCA_019132815.1)0

0.62
0

Bacteroides thetaiotaomicron DFI.1.233 (GCA_020555305.1)0

0.62
0

Bacteroides thetaiotaomicron DFI.1.236 (GCA_020562545.1)0

1
0

Bacteroides thetaiotaomicron DFI.1.228 (GCA_020562595.1)0

Bacteroides thetaiotaomicron DFI.1.47 (GCA_020563045.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 241 loci)

250


