
0100200
Bacteroides ovatus ELH-B2 (GCA_003363235.1)
Bacteroides ovatus RTP21311st1_G3_RTP21311_201001 (GCA_028400165.1)
Bacteroides ovatus RTP21311st1_E4_RTP21311_201001 (GCA_028400245.1)
Bacteroides ovatus RTP21311st1_G6_RTP21311_201001 (GCA_028400185.1)
Bacteroides ovatus RTP21311st1_E5_RTP21311_201001 (GCA_028400195.1)
Bacteroides ovatus WH208 (GCA_918297905.1)
Bacteroides ovatus AF35-18 (GCA_027683415.1)
Bacteroides ovatus BFG-276 (GCA_024792505.1)
Bacteroides ovatus RTP21484st1_H8_RTP21484_190118 (GCA_028561695.1)
Bacteroides ovatus VPI1622 (GCA_918291855.1)
Bacteroides ovatus MB20-137 (GCA_023668525.1)
Bacteroides ovatus MB20-138 (GCA_023668425.1)
Bacteroides ovatus MB20-163 (GCA_023668305.1)
Bacteroides ovatus MB20-195 (GCA_023668275.1)
Bacteroides ovatus MB20-212 (GCA_023668215.1)
Bacteroides ovatus MB20-234 (GCA_023668085.1)
Bacteroides ovatus MB20-198 (GCA_023668165.1)
Bacteroides ovatus BJH_74 (GCA_021409885.1)
Bacteroides ovatus F12 (GCA_013361135.1)
Bacteroides ovatus F11 (GCA_013361245.1)

 Dendrogram of cgMLST analysis (based on 516 loci)


