N) tree generated by a cgMLST analysis (based on 241 loci)

23.Bacteroides thetaiotaomicron BFG-573 (GCA_024792585.1)

L%.Bacteroides thetaiotaomicron S_904 (GCA_034139845.1)
Bacteroides thetaiotaomicron DFI.4.151 (GCA_019131685.1)
Bacteroides thetaiotaomicron DFI.4.133 (GCA_019131955.1)
Bacteroides thetaiotaomicron DFI1.4.108 (GCA_019132245.1)
Bacteroides thetaiotaomicron BJH_126 (GCA_021412325.1)
Bacteroides thetaiotaomicron BJH_123 (GCA_021412835.1)
Bacteroides thetaiotaomicron DFI.3.6 (GCA_020554875.1)

Bacteroides thetaiotaomicron DFI.3.56 (GCA_022137035.1)
Bacteroides thetaiotaomicron VPI-5482 (GCA_002959695.1)

Bacteroides thetaiotaomicron DSM 2079 (GCA_014131755.1)

Bacteroides thetaiotaomicron FDAARGOS_912 (GCA_016103195.1)
Bacteroides thetaiotaomicron FDAARGOS_1226 (GCA_016888545.1)
%Bacteroides thetaiotaomicron Bt9257 (GCA 020179455.1)
Bacteroides thetaiotaomicron VPI-5482 (GCA_020179495.1)
Bacteroides thetaiotaomicron Bt9236 (GCA_020179505.1)
™Bacteroides thetaiotaomicron Bt9295 (GCA_020179535.1)
Bacteroides thetaiotaomicron VPI 5482 (GCA_022453665.1)
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“Bacteroides thetaiotaomicron J1101437_ 171009 B5 (GCA_015553025.1)
Bacteroides thetaiotaomicron J1101437st1_G6_J1101437_171009 (GCA_028398705.1)



