N) tree generated by a cgMLST analysis (based on 773 loci)
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—2 acticaseibacillus paracasei 1015 (GCA_025211265.1)
—®%L acticaseibacillus paracasei 1016 (GCA_025186195.1)

P2 acticaseibacillus paracasei 549 (GCA_005049135.1)
=Lacticaseibacillus paracasei LMG 25883 (GCA_028878355.1)
Lacticaseibacillus paracasei Zhang (GCA_000019245.3)
Lacticaseibacillus paracasei SCB0563 (GCA 022819265.1)
=Lacticaseibacillus paracasei TOM.1362 (GCA_030360685.1)
=Lacticaseibacillus paracasei IATA083 (GCA_049191405.1)

o1 Lacticaseibacillus paracasei BCRC-16100 (GCA_022588775.1)

' D53, acticaseibacillus paracasei CIRM-BIA 2129 (GCA 025190545.1)

ﬁLacticaseibacillus paracasei CJNU 1877 (GCA_022131015.1)
.51 2

%, acticaseibacillus paracasei RT4 (GCA 034555155.1)
—%8 acticaseibacillus paracasei - (GCA_003966835.1)

L acticaseibacillus paracasei Lpp225 (GCA_000410175.1)
=Lacticaseibacillus paracasei E11.5 (GCA_044740695.1)
=Lacticaseibacillus paracasei L1 (GCA_025137495.1)
“Lacticaseibacillus paracasei MGB0625 (GCA_015476155.1)
“=Lacticaseibacillus paracasei MYD3 (GCA_018729425.1)
=-Lacticaseibacillus paracasei 1571-2 L3211 (GCA_036762785.1)
Lacticaseibacillus paracasei NKM 5.4 (GCA 039615445.1)




