N) tree generated by a cgMLST analysis (based on 993 loci)
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—*% actobacillus johnsonii CIRM-BIA 651 (GCA_025190905.1)

18| actobacillus johnsonii CIRM-BIA 869 (GCA_025190945.1)
Lactobacillus johnsonii CIRM-BIA 878 (GCA_025190845.1)
Lactobacillus johnsonii CIRM-BIA 900 (GCA_025191025.1)
Lactobacillus johnsonii NCC 533 (GCA_000008065.1)

195, actobacillus johnsonii CIRM-BIA 2079 (GCA_025190985.1)
=Lactobacillus johnsonii CIRM-BIA 1448 (GCA 025191005.1)
=Lactobacillus johnsonii LJO (GCA_002156645.1)

=Lactobacillus johnsonii Byun-jo-01 (GCA_003316915.1)

229, actobacillus johnsonii NCK2677 (GCA 014058685.1)
=Lactobacillus johnsonii CC3 (GCA_004569425.1)
—Lactobacillus johnsonii MR1 (GCA_022213385.1)

L3 actobacillus johnsonii LL8 (GCA_009708135.1)
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— .| actobacillus johnsonii CIRM-BIA 2080 (GCA_025190965.1)

8L actobacillus johnsonii 117¢ (GCA_002253275.1)
Lactobacillus johnsonii 117a (GCA_002253285.1)
Lactobacillus johnsonii 117q (GCA_002253165.1)
Lactobacillus johnsonii 117x (GCA_002253185.1)
Lactobacillus johnsonii 117k (GCA_002253205.1)
Lactobacillus johnsonii 117d (GCA_002253245.1)




