N) tree generated by a cgMLST analysis (based on 993 loci)

=Jo

N
wl
o

%Root

25, actobacillus johnsonii UMNLJ50 (GCA_002270005.1)
Lactobacillus johnsonii UMNLJ54 (GCA_002269975.1)
Lactobacillus johnsonii UMNLJ113 (GCA_002553705.1)
Lactobacillus johnsonii UMNLJ114 (GCA_002269965.1)
Lactobacillus johnsonii UMNLJ95 (GCA_002270045.1)

L %14 actobacillus johnsonii FI9785 (GCA_000091405.1)
——%| actobacillus johnsonii GJ231 (GCA_046581365.1)

¥7.| actobacillus johnsonii PH-2 (GCA_023483905.1)
Lactobacillus johnsonii UBLJ-01 (GCA 019459625.1)

1640 Lactobacillus johnsonii BIO5467 (GCA_008868555.1)
T{;Lactobacillus johnsonii CIRM-BIA 650 (GCA_025190885.1)
L 172 actobacillus johnsonii IDCC9203 (GCA_003428395.1)
217 actobacillus johnsonii L2 (GCA_022643205.1)
187 actobacillus johnsonii CRL1647 (GCA_003122525.1)
Lactobacillus johnsonii ATCC 33200 (GCA_000159355.1)
Lactobacillus johnsonii ATCC 33200 (GCA_001433975.1)

Lactobacillus johnsonii CIRM-BIA 674 (GCA_025191055.1)
Lactobacillus johnsonii CNCM 1-4884 (GCA_021442345.1)
Lactobacillus johnsonii CIRM-BIA 868 (GCA_025190925.1)
Lactobacillus johnsonii CIRM-BIA 871 (GCA_025191045.1)



