N) tree generated by a cgMLST analysis (based on 607 loci)

_ 11°) imosilactobacillus fermentum CIRM-BIA 2152 (GCA_025191565.1)
Limosilactobacillus fermentum 103 (GCA_002794375.1)
Limosilactobacillus fermentum LfQi6 (GCA _000966835.2)

1% imosilactobacillus fermentum KUB-D18 (GCA_023370755.1)
—2Limosilactobacillus fermentum AF16-22LB (GCA_003462755.1)

_ 22| imosilactobacillus fermentum AGR1485 (GCA_011032765.1)
=Limosilactobacillus fermentum 47-7 (GCA_001854105.1)
Limosilactobacillus fermentum z-6 (GCA_043950145.1)
Limosilactobacillus fermentum DMO075 (GCA_024204625.1)

6.75) _=Limosilactobacillus fermentum EFEL6800 (GCA_029961225.1)
" Limosilactobacillus fermentum NB-22 (GCA_000496435.1)
=Limosilactobacillus fermentum FUA033 (GCA_030665445.1)
Limosilactobacillus fermentum SNUV175 (GCA_001941785.1)
Limosilactobacillus fermentum URCS 11 (GCA_024137685.1)
Limosilactobacillus fermentum Pom5 (GCA_030851245.1)
Limosilactobacillus fermentum BRD_L14 (GCA_026184215.1)
Limosilactobacillus fermentum AGA52 (GCA_021582915.1)

Fle

=Limosilactobacillus fermentum CIRM-BIA 697 (GCA_025191705.1)
=Limosilactobacillus fermentum CIRM-BIA 2235 (GCA_025191755.1)




