N) tree generated by a cgMLST analysis (based on 607 loci)
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Limosilactobacillus fermentum KUB-D18 (GCA 023370755.1)
Limosilactobacillus fermentum CIRM-BIA 2152 (GCA_025191565.1)
Limosilactobacillus fermentum DMO075 (GCA_024204625.1)
Limosilactobacillus fermentum AGR1485 (GCA_011032765.1)
Limosilactobacillus fermentum BRD_L14 (GCA_026184215.1)
Limosilactobacillus fermentum URCS 11 (GCA_024137685.1)
“LLimosilactobacillus fermentum CIRM-BIA 893 (GCA_025191785.1)
Limosilactobacillus fermentum CIRM-BIA 2235 (GCA_025191755.1)

Limosilactobacillus fermentum CIRM-BIA 697 (GCA_025191705.1)

17.5

%:Limosilactobacillus fermentum CIRM-BIA 894 (GCA_025191745.1)
YRS imosilactobacillus fermentum CIRM-BIA 2156 (GCA_025191725.1)

168

%:Limosilactobacillus fermentum A190 (GCA_039566575.1)
' L1 imosilactobacillus fermentum ATCC 23271 (GCA_018398375.1)

0.798

Limosilactobacillus fermentum DSM 20052 (GCA_013394085.1)

Limosilactobacillus fermentum B-1840 (GCA_030770375.1)
Limosilactobacillus fermentum B1 28 (GCA_005341425.1)

Limosilactobacillus fermentum LMG 6902 (GCA_029823225.1)
Limosilactobacillus fermentum ATCC 14931 (GCA_000159215.1)
Limosilactobacillus fermentum QAULFN21 (GCA_022509425.1)



