NJ tree generated by a cgMLST analysis (based on 966 loci)
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Lactobacillus delbrueckii CIRM-BIA 906 (GCA_025193605.1)

6.15

Lactobacillus delbrueckii CIRM BIA 906 (GCA_021133835.1)
Lactobacillus delbrueckii KLDS1.0207 (GCA_003597655.1)
Lactobacillus delbrueckii CIRM-BIA 1381 (GCA_025193725.1)
Lactobacillus delbrueckii CIRM BIA 1381 (GCA_021133785.1)

=Lactobacillus delbrueckii DSM 20080 (GCA_001953135.1)
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Lactobacillus delbrueckii CIRM-BIA 905 (GCA_025193645.1)
Lactobacillus delbrueckii CIRM-BIA 1383 (GCA_025193635.1)
Lactobacillus delbrueckii CIRM-BIA 1321 (GCA_025192005.1)
=Lactobacillus delbrueckii CIRM BIA 905 (GCA 021133875.1)
Lactobacillus delbrueckii CRL871 (GCA_000934805.1)
Lactobacillus delbrueckii L)) (GCA_011044195.1)

.| actobacillus delbrueckii TCI904 (GCA_040267765.1)
=Lactobacillus delbrueckii CIRM BIA 860 (GCA_021133915.1)
=Lactobacillus delbrueckii FAM 22166 (GCA 021133995.1)

=Lactobacillus delbrueckii MN-BM-FO1 (GCA_001469775.1)
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Lactobacillus delbrueckii AM-LB-13 (GCA_040883435.1)
=Lactobacillus delbrueckii MBT 92059 (GCA_003326615.1)
=<Lactobacillus delbrueckii CIRM-BIA 1579 (GCA_025191905.1)

L 3%, actobacillus delbrueckii CIRM BIA 1614 (GCA_021133675.1)



