NJ tree generated by a cgMLST analysis (based on 876 loci)

$0.Bacteroides xylanisolvens 14880 (GCA_025506235.1)
Bacteroides xylanisolvens AF39-6AC (GCA_003474245.1)
Bacteroides xylanisolvens SRR15604533_bin.33_metawrap_v1.3_MAG (GCA _947569925.1)
“Bacteroides xylanisolvens D31t1_170403_H1 (GCA_015553655.1)
8.Bacteroides xylanisolvens TF10-34 (GCA_003437545.1)
o] 12.Bacteroides xylanisolvens LG101-21 (GCA 027695665.1)
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Bacteroides xylanisolvens KO1 (GCA_019734395.1)

¥5.Bacteroides xylanisolvens S_569 (GCA_034137205.1)
%3.Bacteroides xylanisolvens FFJLY22K22 (GCA_019734995.1)

80.Bacteroides xylanisolvens An107 (GCA 002161135.1)
Bacteroides xylanisolvens AM100_BBHI_6 (GCA_027661645.1)
2LBacteroides xylanisolvens AM30-47 (GCA_003468875.1)

L%Bacteroides xylanisolvens P17.A3 (GCA 020256605.1)
Bacteroides xylanisolvens P17.D5 (GCA_020256715.1)
Bacteroides xylanisolvens P17.C2 (GCA_020256745.1)
%Bacteroides xylanisolvens P17.D4 (GCA_020256765.1)
%Bacteroides xylanisolvens P15.F11 (GCA_020256825.1)
“Bacteroides xylanisolvens P15.F10 (GCA_020256885.1)
Bacteroides xylanisolvens P15.B10 (GCA_020256915.1)
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