N) tree generated by a cgMLST analysis (based on 1342 loci)

56 ““.Bacillus subtilis MARUCOO1 (GCA_025837035.1)
BBacillus subtilis McG-21 (GCA_039581705.1)
¥9.Bacillus subtilis BS16045 (GCA 001720505.1)
Bacillus subtilis - (GCA_905315685.2)
Bacillus subtilis - (GCA 905311425.2)
Bacillus subtilis 21855 (GCA_028748025.1)
Bacillus subtilis SRCM115947 (GCA_024802585.1)
Bacillus subtilis B_SP (GCA_044130245.1)
*®.Bacillus subtilis HY2-62 (GCA_029542145.1)
%.Bacillus subtilis - (GCA_905315695.1)

#0.Bacillus subtilis PS-209 (GCA_019583555.1)
Bacillus subtilis - (GCA_905315385.1)
Bacillus subtilis R-06-OCP2 (GCA_019748415.1)
Bacillus subtilis 179-F 1A1 HS (GCA_019037645.1)
Bacillus subtilis SRCM103629 (GCA 004119815.1)
106 ol Bacillus subtilis B-59648 (GCA_035807735.1)
' 047 acillus subtilis B-59646 (GCA_035807755.1)
L os “®Bacillus subtilis PS-196 (GCA_018122465.1)
BBacillus subtilis CV16 (GCA_014879275.1)
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Bacillus subtilis OG2A (GCA_033100155.1)
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